SUPPLEMENTARY FIGURE LEGENDS
. Analysis of PDC1 levels and replicon dynamic in unperturbed conditions. (A) PDC1 levels in WT, sen1 and sen1 no PDC1 transcription strains were measured by qPCR in cells grown in exponential phase under untreated condition. Data are represented as mean ± SD on the basis of three independent experiments (B) WT and sen1 cells were synchronized in G1 and released into the cell cycle at 16°C. Genomic DNA was digested with EcoRI (E), SphI (S) or BclI (B) to monitor replication intermediates, respectively, at ARS1210, ARS1211-PDC1 and ARS1211 loci. Asterisks indicate replication initiation events. (B) Autoradiogram signals obtained from three independent experiments were quantified to assess the levels of the arrested forks at the PDC1 locus in sen1, sen1 mre11, and sen1 mrc1 mutants (C) sen1, sen1 mre11 (GH688) and sen1 mrc1 (GH690) carrying a deletion of the PDC1 promoter were synchronized in G1 and released into 0.2M HU. Genomic DNA was digested with PvuII (P) to monitor replication intermediates at the ARS1211-PDC1 locus. Asterisks indicate replication initiation events. (D) PDC1 levels in sen1, sen1 mre11 and sen1 mrc1 strains were measured by qPCR in cells treated for 150 minutes in HU after synchronization in G1. Data are represented as mean ± SD on the basis of three independent experiments.
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